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3 <110> APPLICANT: Pfizer Inc. 

4 Bazin, Richard John 

5 Macdonald, Graeme Arthur 

6 Phillips, Christopher. • - . . 
8 <120> TITLE OF INVENTION: Crystal Structure 

10 <130> FILE REFERENCE: PCS10934AGPR 

12 <140> CURRENT APPLICATION NUMBER: 10/022, 366A 

13 <141> CURRENT FILING DATE: 2001-12-13 

15 <150> PRIOR* APPLICATION NUMBER: GB 0030424,6. 

16 <151> PRIOR FILING DATE: 2000-12-13 

18 <150> PRIOR APPLICATION NUMBER: US 60/260,627 

19 <151> PRIOR FILING DATE: 2001-01-10 
21 <160> NUMBER OF SEQ ip NOS : 6 

23 <170> SOFTWARE: Patentin version 3.1 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 2241 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Oryctolagus cuniculus (Rabbit) 

30 <400> SEQUENCE: 1 

31 atgcctctgt tcaaactccc agctgaagga aaagaactcg atgatgcaat gggcagcttc 60 
3 3 gctgaaaaag tgtttgcctc agaagtcaaa gatgaggggg gccgccagga gatttcccct 120 
3 5 tttgatgtgg atgagatctg tccaatttct catcatgaga tgcaagcgca catactccac 180 
37 atggagacgc tggccacctc cccagaaggc acgaggaaaa agcgtttcca aggacggaag 240 
39 actgttaatt tgtccattcc actcagtgaa gcatcttcca ccaaactgtc gcacattgat 300 
41 gaatacatct ctttatctcc aacctaccag acagtccctg attttcagag agtgcagatc 360 
43 acgggagact atgcctctgg ggtcacagtg gaagacttcg aaatagtgtg caaagggctg 420 
45 taccgggcat tgtgtatccg ggagaaatac atgctgaagt cgtttcagag gttccccaaa 480 
47 accccttcca agtacttgcg gagcattgaa ggcacagctt ggaaagcaaa tgagagctcc 540 
49 tatccagtct ttacacctgc tctgaagaag ggagaggacc ctttccgaac agacaacctg 600 
51 cccgaaaacc tgggctatca cctcaaaatg aaagacggtg tggtttacat ctatgctaac 660 
53 gaagcagcag cgggcaaaga tgagcccaag ccacttcttt acccaaatat ggaggagttc 720 
5 5 ttggatgata tgaatttttt gcttgcttta attgcccaag gacctgttaa gacctatacg 780 
57 caccggcgtc tgaagttcct ctcctccaag ttccaggtgc accagatgct caacgagatg 840 
59 gacgagctga aggagctgaa gaacaaccct caccgcgatt tttacaactg caggaaggtg 900 
61 gacacccaca tccatgcagc tgcctgcatg aaccagaaac atctgctgcg cttcattaag 960 
63 aaatcttacc aagtggatgc cgacagagtg gtctacagca ccaaagagaa gaatctaacc 1020 
65 ctaaagcaac tttttgataa attaaaactg cacccctatg acctgactgt cgactctctg 1080 
67 gatgttcatg ccggccgcca gaccttccag cgttttgata agttcaatga caaatacaat 1140 
69 cctgtaggag caagtgagct gcgggatctc tacctgaaga cagacaatta cattaacggg 1200 
71 gaatattttg ccactatcat caaggaggta ggtgcagact tggtggacgc caagtaccag 1260 
73 catgctgagc ctcgtctgtc catctatggc cgcagccctg atgagtggag caaactttcc 1320 
75 tcctggttcg tccgcaaccg catctacagc tctaacatga catggatgat ccaggtcccc 1380 
77 aggatctatg atgtgtttcg atccaagaat ttccttccac acttcggaaa gatgctggag 1440 
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79 aatgtgttca tgccagtgtt tgaggcgacc atcaaccccc aagctcatcc agaactcagt .1500 
81 gtctttctta aacatatcac tggctttgac agtgtggatg atgaaagtaa acacagtggc 1560 
83 catatgtttt cttcaaaaag ccccaaaccc caggagtgga ccttggaaaa aaatccttcc 1620 
85 tatacctact acgcctacta catgtatgca aacatcatgg tgctcaacag cctgagaaag 1680 
87 gaacgaggca tgaatacatt tctgttccga cctcactgcg gggaagttgg ggctctcacc 1740 
89 cacctcatga ccgccttcat gacagcagat aatatctctc atggcctgaa tttaaaaaag 1800 
91 agtcctgtgt tacaatactt gtttttctta gcccagattc ctatcgccat gtcaccatta 1860 
93 agtaacaaca gcctatttct agagtatgcc aaaaatccat ttttagattt tctccagaaa 1920 
95 ggactaatga tctcactgtc taccgatgat ccgatgcagt tccacttcac caaggagccc 1980 
97 ctgatggaag aatacgccat tgcagcacaa gtcttcaagc tgagtacctg tgacatgtgt 2040 
99 gaagtggcga ggaacagtgt tctgcagtgt ggaatttctc atgaggaaaa agcaaagttt 2100 
101 ttgggcaaca attaccttga ggaaggcccc attggaaatg atatccggaa gacgaatgta 2160 
103 gcccaaatcc gcatggccta tcgctatgaa acctggtgtt atgaactcaa tttaattgct 2220 
10 5 gagggtctta aatcaacaga a 2241 

108 <210> SEQ ID NO: 2 

109 <211> LENGTH: 747 

110 <212> TYPE: PRT 

111 <213> ORGANISM: Oryctolagus cuniculus (Rabbit) 
113 <400> SEQUENCE : 2 

115 Met Pro Leu Phe Lys Leu Pro Ala Glu Gly Lys Glu Leu Asp Asp Ala 

116 15 10 15 

119 Met Gly Ser Phe Ala Glu Lys Val Phe Ala Ser Glu Val Lys Asp Glu 

120 20 25 30 

123 Gly Gly Arg Gin Glu lie Ser Pro Phe Asp Val Asp Glu lie Cys Pro 

124 35 40 45 

127 He Ser His His Glu Met Gin Ala His He Leu His Met Glu Thr Leu 

128 50 55 60 

131 Ala Thr Ser Pro Glu Gly Thr Arg Lys Lys Arg Phe Gin Gly Arg Lys 

132 65 70 75 80 

135 Thr Val Asn Leu Ser He Pro Leu Ser Glu Ala Ser Ser Thr Lys Leu 

136 85 90 95 

139 Ser His He Asp Glu Tyr He Ser Leu Ser Pro Thr Tyr Gin Thr Val 

140 100 105 110 

143 Pro Asp Phe Gin Arg Val Gin He Thr Gly Asp Tyr Ala Ser Gly Val 

144 115 120 125 

147 Thr Val Glu Asp Phe Glu He Val Cys Lys Gly Leu Tyr Arg Ala Leu 

148 130 135 140 
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300 740 745 

303 <210> SEQ ID NO: 3 

304 <211> LENGTH: 20 

305 <212> TYPE: DNA 

306 <213> ORGANISM: Homo sapiens 

308 <400> SEQUENCE: 3 

309 atgcctctgt tcaaactccc 20 

312 <210> SEQ ID NO: 4 

313 <211> LENGTH: 21 

314 <212> TYPE: DNA 

315 <213> ORGANISM: Homo sapiens 

317 <400> SEQUENCE: 4 

318 ttctgttgat ttaagaccct c 21 

321 <210> SEQ ID NO: 5 

322 <211> LENGTH: 21 

323 <212> TYPE: DNA 

324 <213> ORGANISM: Homo sapiens 

326 <400> SEQUENCE: 5 

327 atgaaccaga aacatctgct g 21 

330 <210> SEQ ID NO: 6 

331 <211> LENGTH: 22 

332 <212> TYPE: DNA 

333 <213> ORGANISM: Homo sapiens 

335 <400> SEQUENCE: 6 . . 

336 cagcagatgt ttctggttca tg 22 
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